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SEQUENCE LISTING 
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<140> Not Yet Assigned 
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<160> 94 
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<210> 1 
<211> 33 
^ <212> DNA 



<213> Homo sapiens 
<400> 1 

aactctctcc caagagcgag gccaactaac caa 33 

<210> 2 

<211> 28 

<212> DNA 

<213> Homo sapiens 



83 <400> 2 



cactcacgca aacgggccaa ctaaccag 28 

<210> 3 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 3 

acaactggga agagccgtaa gcgggaccgt cagaatcatg taaaacgacg gccagt 56 

<210> 4 

<211> 94 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> chromosome 3p24-p25; GenBank number af052155; 

Unigene description/ID: SEC13 (S. cerevisiae) -like 



1 



1 (SEC13L1) /Hs . 227949 



<220> 

<223> allele of SEQ ID NO: 5 



<400> 4 

cacccgccag ctccaggact gccccttcct gggccaacta accaaacaac tgggaagagc 60 
ccccaactcc aacaggatta ttttcccagg agga 94 

<210> 5 

<211> 94 

<212> DNA 

<213> Homo sapiens 

(. 

<220> 

<223> allele of SEQ ID NO: 4; pivotal nucleotide (45) 



<400> 5 

*f cacccgccag ctccaggact gccccttcct gggccaacta accagacaac tgggaagagc 60 

^ ccccaactcc aacaggatta ttttcccagg agga 94 

"I <210> 6 

T< <211> 33 

•*n <212> DNA 

y S 

§n <213> Homo sapiens 



Fi 5 



<400> 6 

aactctctcc caagagcgat tggcgagtga gtt 33 

<210> 7 

<211> 31 

<212> DNA 

<213> Homo sapiens 



<400> 7 

cactcacgca aacgggattg gcgagtgagt g 31 

<210> 8 

<211> 55 

<212> DNA 

<213> Homo sapiens 

<400> 8 

gagagccagc tctgcacaag ccatctcctg tccacgatgt aaaacgacgg ccagt 55 



<210> 9 
<211> 90 
<212> DNA 



2 



<213> Homo sapiens 



<220> 

<223> chromosome 4pl6; GenBank number AC006230; Unigene 
description/ID: RNA-binding protein SI, 
serine-rich domain (RNPSI ) /Hs . 75104 

<220> 

<223> allele of SEQ ID NO: 10 
<400> 9 

acacaccgca ccccaccact gtactctgaa attggcgagt gagttgagag ccagctctgc 60 
ggggtcatca cgcagccatg gttgtgcctg 90 

<210> 10 
<211> 90 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> allele of SEQ ID NO: 9; pivotal nucleotide (45) 
<400> 10 

acacaccgca ccccaccact gtactctgaa attggcgagt gagtggagag ccagctctgc 60 
ggggtcatca cgcagccatg gttgtgcctg 90 

<210> 11 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 11 

aactctctcc caagagcgat tagcctgtgg caa 33 



<210> 12 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 12 

cactcacgca aacgggttag cctgtggcag 

<210> 13 

<211> 57 

<212> DNA 

<213> Homo sapiens 



30 



<400> 13 



ry 



in 

in 



n 

3 - 



taaagagaaa ctttgtgctc caagcgtggt ccactccgat gtaaaacgac ggccagt 57 

<210> 14 

<211> 88 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> chromosome 5ql4-q21; GenBank number NM_000919; 
Unigene description/ID: peptidylglycine 
alpha-amidating monooxygenase { PAM) /Hs . 83920 

<220> 

<223> allele of SEQ ID NO: 15 
<400> 14 

ttctttggtg cctttcctgt tcagcattct tagcctgtgg caataaagag aaactttgtg 60 
ctacatgacg acaaagctgc taaatctc 88 



jD <210> 15 

<211> 88 



<212> DNA 

<213> Homo sapiens 

<220> 

<223> allele of SEQ ID NO: 14; pivotal nucleotide (43) 



<400> 15 

Py ttctttggtg cctttcctgt tcagcattct tagcctgtgg cagtaaagag aaactttgtg 60 

£0 ctacatgacg acaaagctgc taaatctc 88 

G <210> 16 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 16 

aactctctcc caagagcgat cgaggacagg gact 34 

<210> 17 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 17 

cactcacgca aacgggtcga ggacagggac c 31 
<210> 18 



4 



in 



a fc? 



<211> 54 

<212> DNA 

<213> Homo sapiens 

<400> 18 

ggcctgtctg tccactcaag cgattcctcg tgcgcatgta aaacgacggc cagt 54 

<210> 19 

<211> 98 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> chromosome 6p21.3; GenBank number AF029750; 

Unigene description/ID: TAP binding protein 
(tapasin) (TAPBP) /Hs. 179600 

<220> 

<223> allele of SEQ ID NO: 20 
<400> 19 

ccttaggtcc ctatgccggc gcggggttac agcagtggac agacaggcca gtccctgtcc 60 
tcgaggagcc catgatccgc ggggagacag gcatttaa 98 



HJ <210> 20 



<211> 98 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> allele of SEQ ID NO: 19; pivotal nucleotide (50) 
<400> 20 

ccttaggtcc ctatgccggc gcggggttac agcagtggac agacaggccg gtccctgtcc 60 
tcgaggagcc catgatccgc ggggagacag gcatttaa 98 

<210> 21 
<211> 36 
<212> DNA 

<213> Homo sapiens 
<400> 21 

aactctctcc caagagcgat tccttatttg attgct 36 

<210> 22 

<211> 33 

<212> DNA 

<213> Homo sapiens 



5 



<400> 22 

cactcacgca aacgggttcc ttatttgatt gcc 

<210> 23 

<211> 57 

<212> DNA 

<213> Homo sapiens 

<400> 23 

gtatatggat acatggctgt cctgctgttg catggcatct gtaaaacgac ggccagt 

<210> 24 

<211> 98 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> chromosome Chr.6, 217.4 cR; GenBank number 

AW675467; Unigene description/ID: splicing factor, 
arginine/serine-rich 3 (SFRS3 ) /Hs . 1674 60 

<220> 

<223> allele of SEQ ID NO: 25 
<400> 24 

caagaaagtt tacctttgct ttaggtcata agttccttat ttgattgctg tatatggata 
catggctgtt cgtgacattc tttatgtgca aatttgtg 

<210> 25 

<211> 98 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> allele of SEQ ID NO: 24; pivotal nucleotide (49) 
<400> 25 

caagaaagtt tacctttgct ttaggtcata agttccttat ttgattgccg tatatggata 
catggctgtt cgtgacattc tttatgtgca aatttgtg 

<210> 26 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 26 

aactctctcc caagagcgat gacggctcac c 



<210> 27 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 27 

cactcacgca aacgggatga cggctcact 29 

<210> 28 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 28 

gagagcatat ctaaaaaaca gatggctttt aggaacgcgc atgtaaaacg acggccagt 59 

<210> 29 

<211> 90 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> chromosome Chr.7, 22.53 cR; GenBank number 

AW665139; Unigene description/ID: ESTs, weakly 
similar to myosin heavy chain (containing 
ATP/GTP-binding site motif A (P-loop) [Homo 
sapiens] / Hs . 73217 

<220> 

<223> allele of SEQ ID NO: 30 
<400> 29 

agttcaacaa catcttcttc ttggattgac ggatgacggc tcaccgagag catatctaaa 60 
aaacactctg caaacatttg gtcacatgca 90 

<210> 30 

<211> 90 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> allele of SEQ ID NO: 29; pivotal nucleotide (45) 



<400> 30 

agttcaacaa catcttcttc ttggattgac ggatgacggc tcactgagag catatctaaa 60 
aaacactctg caaacatttg gtcacatgca 90 



<212> DNA 

<213> Homo sapiens 

<400> 31 

aactctctcc caagagcgat acacggctaa tcatt 35 



<210> 32 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 32 

cactcacgca aacgggtaca cggctaatca tg 

<210> 33 

<211> 60 

<212> DNA 

<213> Homo sapiens 



32 



<400> 33 

gaaaattatg atctttgtta ggatcaccgt taccgtcccg catgtaaaac gacggccagt 60 

<210> 34 

<211> 97 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> chromosome 10q25-q26; GenBank number NM_006793; 
Unigene description/ID: antioxidant protein 1 
(AOP1) /Hs. 75454 

<220> 

<223> allele of SEQ ID NO: 35 
<400> 34 

tttgtattaa actgaatttt cttttaagct aacaaagatc ataattttca atgattagcc 60 
gtgtaactcc tgcaatgaat gtttatgtga ttgaagc 97 

<210> 35 

<211> 97 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> allele of SEQ ID NO: 34; pivotal nucleotide (50) 



8 



<400> 35 

tttgtattaa actgaatttt cttttaagct aacaaagatc ataattttcc atgattagcc 60 
gtgtaactcc tgcaatgaat gtttatgtga ttgaagc 97 

<210> 36 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 36 

aactctctcc caagagcgat ccaaccaact tgg 33 



<210> 37 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 37 

cactcacgca aacgggatcc aaccaacttg t 

<210> 38 

<211> 59 

<212> DNA 

<213> Homo sapiens 



3 



<400> 38 

ttctgcttca ataaatcttc gcaagacagg atttaggcgc atgtaaaacg acggccagt 5 

<210> 39 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> chromosome 10pl3; GenBank number M25246; Unigene 
descript-ion/ID: vimentin (VIM) /Hs . 2064 

<220> 

<223> allele of SEQ ID NO: 40 
<400> 39 

tgcttttttt tttccagcaa gtatccaacc aacttggttc tgcttcaata aatctttgga 
aaaactcaaa 

<210> 40 
<211> 70 
<212> DNA 



<213> Homo sapiens 
<220> 

<223> allele of SEQ ID NO: 39; pivotal nucleotide (37) 
<400> 40 

tgcttttttt tttccagcaa gtatccaacc aacttgtttc tgcttcaata aatctttgga 60 
aaaactcaaa 7® 

<210> 41 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 41 

aactctctcc caagagcgac cgctctgacc acc 33 

<210> 42 
□ <211> 30 

^0 <212> DNA 

<213> Homo sapiens 

ru 

T* <400> 42 

R 2 cactcacgca aacgggccgc tctgaccact 30 

y i 

<210> 43 

<211> 55 

<212> DNA 

fy <213> Homo sapiens 

O <400> 43 

C3 gacaggcaga gcaaaggtgc tggctggatt atggcgatgt aaaacgacgg ccagt 55 

<210> 44 

<211> 93 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> chromosome Chr.ll, 54 0.2 cR, YAC cont; GenBank 
number AW663645; Unigene ciescription/ID : ESTs, 
weakly similar to Phospholemman precursor /Hs.3807 

<220> 

<223> allele of SEQ ID NO: 45 
<400> 44 

ggagcctgct gagtctccaa cccacctcgc tcaccgctct gaccaccgac aggcagagca 60 
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aaggatgcgg gagttgcctc tgctgcccat eta 93 

<210> 45 
<211> 93 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> allele of SEQ ID NO: 44; pivotal nucleotide (47) 
<400> 45 

ggagectget gagtctccaa cccacctcgc tcaccgctct gaccactgac aggcagagca 60 
aaggatgcgg gagttgcctc tgctgcccat eta 93 

<210> 46 
<211> 34 
<212> DNA 

<213> Homo sapiens 
<400> 46 

aactctctcc caagagegat taggtgctaa accg 34 

<210> 47 
<211> 31 
<212> DNA 

<213> Homo sapiens 
<400> 47 

31 



jfjj cactcacgca aacgggttag gtgetaaace a 



<210> 48 
<211> 56 
<212> DNA 

<213> Homo sapiens 
<400> 48 

tttattttcc acggatggaa egatcaegtg cgcaacgatg taaaacgacg gecagt 56 

<210> 49 
<211> 97 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> chromosome Chr.ll, D11S1357-D11S9; GenBank number 
AW593045; Unigene description/ID: 
ubiquitin-conjugating enzyme E2L 6/Hs. 169895 



11 



# 



<220> 

<223> allele of SEQ ID NO: 50 
<400> 49 

tgagtcagcc aagccactga tgggaatata cagatttagg tgctaaaccg tttattttcc 60 
acggatgagt cacaatctga agaatcaaac ttccatc 97 

<210> 50 

<211> 97 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> allele of SEQ ID NO: 49; pivotal nucleotide (50) 
<400> 50 

tgagtcagcc aagccactga tgggaatata cagatttagg tgctaaacca tttattttcc 60 
acggatgagt cacaatctga agaatcaaac ttccatc 97 



© <210> 51 

Nj <211> 31 

^ <212> DNA 



<213> Homo sapiens 



<400> 51 



"""■4 

y i 
a - 

cactcacgca aacgggttgg cagcatcttc c 31 

<210> 52 
fU <211> 55 

fg <212> DNA 

Q <213> Homo sapiens 

a ; 

<400> 52 

ttgcctgtga taagttgcaa gcacagcgat ggctgattgt aaaacgacgg ccagt 55 

<210> 53 

<211> 55 

<212> DNA 

<213> Homo sapiens 

<400> 53 

ttgcctgtga taagttgcaa gcacagcgat ggctgattgt aaaacgacgg ccagt 55 

<210> 54 

<211> 94 

<212> DNA 

<213> Homo sapiens 



12 



<220> 

<223> chromosome Chr.12, 312.3 cR, Chr.16 D; GenBank 

number AW498942; Unigene description/ID: tubulin, 
alpha, brain-specif ic/Hs . 24 8323 

<220> 

<223> allele of SEQ ID NO: 55 
<400> 54 

tgccaatggt gtagtgccct cgggcatagt tattggcagc atcttctttg cctgtgataa 
gttgctcagg gtggaagagc tggcggtagg tgcc 

<210> 55 

<211> 94 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> allele of SEQ ID NO:54; pivotal nucleotide (47) 
<400> 55 

tgccaatggt gtagtgccct cgggcatagt tattggcagc atcttccttg cctgtgataa 
gttgctcagg gtggaagagc tggcggtagg tgcc 

<210> 56 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 56 

aactctctcc caagagcgat gtgcagggaa teat 

<210> 57 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 57 

cactcacgca aacgggatgt gcagggaatc ac 

<210> 58 

<211> 58 

<212> DNA 

<213> Homo sapiens 

<400> 58 

tttgctggat tagaggacag ttegcaagge tggctggaca tgtaaaacga eggecagt 



13 




<210> 59 
<211> 97 
<212> DNA 

<213> Homo sapiens 



<220> 

<223> chromosome hr. 17, D17S922-D17S7 9 ; GenBank number 
AW592223; Unigene description/ID: ESTs, weakly 
similar to C. elegans sulphatases /Hs. 12124 



<220> 

<223> allele of SEQ ID NO: 60 



<400> 59 

tagacccact gatcctgtta ctctgcttgt ctctggtgtg cagggaatca ttttgctgga 60 
ttagaggaaa ggtgccgccg tctgtttcca tgacttc 97 



Ui 



<210> 60 

<211> 97 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> allele of SEQ ID NO: 59; pivotal nucleotide (51) 
<400> 60 

tagacccact gatcctgtta ctctgcttgt ctctggtgtg cagggaatca ctttgctgga 60 
ttagaggaaa ggtgccgccg tctgtttcca tgacttc 97 

<210> 61 



p <211> 36 



<212> DNA 

<213> Homo sapiens 



<400> 61 

aactctctcc caagagcgat taaaagagca aagttt 36 

<210> 62 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 62 

cactcacgca aacgggatta aaagagcaaa gtta 34 



<210> 63 
<211> 56 
<212> DNA 
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<213> Homo sapiens 
<400> 63 

cccctccctt tcttacagtt cgcactcgca actccgcatg taaaacgacg gccagt 56 

<210> 64 

<211> 99 

<212> DNA 

<2 13> Homo sapiens 

<220> 

<223> chromosome Chr.18, 19.6 cR; GenBank number 

AW576208; Unigene description/ID: KIAA0249 gene 
product/ Hs. 166318 

<220> 

<223> allele of SEQ ID NO: 65 
<400> 64 

agatgaaaac tactcttttg gttttgtttg aaagtaagaa agggagggga aactttgctc 60 
ttttaataat tatgttcagc ctatgatgaa gtatttgat 99 

<210> 65 

<211> 99 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> allele of SEQ ID NO: 64; pivotal nucleotide (50) 
<400> 65 

agatgaaaac tactcttttg gttttgtttg aaagtaagaa agggaggggt aactttgctc 60 
ttttaataat tatgttcagc ctatgatgaa gtatttgat 99 

<210> 66 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> primer 
<400> 66 

aactctctcc caagagcga 19 

<210> 67 
<211> 16 
<212> DNA 
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<213> Homo sapiens 



<220> 

<223> primer 
<400> 67 

cactcacgca aacggg 16 

<210> 68 
<211> 18 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> primer 
<400> 68 

actggccgtc gttttaca 18 

<210> 69 
<211> 94 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> complement of SEQ ID NO: 4 
<400> 69 

tcctcctggg aaaataatcc tgttggagtt gggggctctt cccagttgtt tggttagttg 60 
gcccaggaag gggcagtcct ggagctggcg ggtg 94 

<210> 70 
<211> 90 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> complement of SEQ ID NO: 9 
<400> 70 

caggcacaac catggctgcg tgatgacccc gcagagctgg ctctcaactc actcgccaat 60 
ttcagagtac agtggtgggg tgcggtgtgt 90 

<210> 71 

<211> 88 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> complement of SEQ ID NO: 14 



<400> 71 

gagatttagc agctttgtcg tcatgtagca 
aatgctgaac aggaaaggca ccaaagaa 



caaagtttct ctttattgcc acaggctaag 60 

88 



<210> 72 

<211> 98 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> complement of SEQ ID NO: 19 



<400> 72 

ttaaatgcct gtctccccgc ggatcatggg ctcctcgagg acagggactg gcctgtctgt 60 
ccactgctgt aaccccgcgc cggcataggg acctaagg 98 



yy <210> 73 

Nl <211> 99 



<212> DNA 

<213> Homo sapiens 



HJ <220> 



<223> complement of SEQ ID NO: 24 
<400> 73 

cacaaatttg cacataaaga atgtcacgaa cagccatgta tccatataca ggcaatcaaa 60 
taaggaactt atgacctaaa gcaaaggtaa actttcttg 99 

<210> 74 

<211> 90 

<212> DNA 

<213> Homo sapiens 



<220> . . 

<223> complement of SEQ ID NO: 29 



<400> 74 

tgcatgtgac caaatgtttg cagagtgttt tttagatatg ctctcggtga gccgtcatcc 60 
gtcaatccaa gaagaagatg ttgttgaact 90 



<210> 75 

<211> 97 

<212> DNA 

<213> Homo sapiens 
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<220> 

<223> complement of SEQ ID NO: 34 
<400> 75 

gcttcaatca cataaacatt cattgcagga gttacacggc taatcattga aaattatgat 60 
ctttgttagc ttaaaagaaa attcagttta atacaaa 97 

<210> 76 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> complement of SEQ ID NO: 39 
<400> 76 

tttgagtttt tccaaagatt tattgaagca gaaccaagtt ggttggatac ttgctggaaa 6C 
aaaaaaagca 

<210> 77 

<211> 93 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> complement of SEQ ID NO: 44 
<400> 77 

tagatgggca gcagaggcaa ctcccgcatc ctttgctctg cctgtcggtg gtcagagcgg 61 
tgagcgaggt gggttggaga ctcagcaggc tec 9 - 

<210> 78 

<211> 97 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> complement of SEQ ID NO: 4 9 
<400> 78 

gatggaagtt tgattcttca gattgtgact catccgtgga aaataaaegg tttagcacct 6 
aaatctgtat attcccatca gtggcttggc tgactca 9 

<210> 79 

<211> 94 

<212> DNA 

<213> Homo sapiens 
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<220> 

<223> complement of SEQ ID NO: 54 
<400> 79 

ggcacctacc gccagctctt ccaccctgag caacttatca caggcaaaga agatgctgcc 60 



<210> 80 

<211> 97 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> complement of SEQ ID NO: 59 
<400> 80 

gaagtcatgg aaacagacgg cggcaccttt cctctaatcc agcaaaatga ttccctgcac 60 
accagagaca agcagagtaa caggatcagt gggtcta 97 



<220> 

<223> complement of SEQ ID NO: 64 
<400> 81 

atcaaatact tcatcatagg ctgaacataa ttattaaaag agcaaagttt cccctccctt 60 
tcttactttc aaacaaaacc aaaagagtag ttttcatct 99 

<210> 82 

<211> 94 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> complement of SEQ ID NO: 5 
<400> 82 

tcctcctggg aaaataatcc tgttggagtt gggggctctt cccagttgtc tggttagttg 60 
gcccaggaag gggcagtcct ggagctggcg ggtg 94 

<210> 83 

<211> 90 

<212> DNA 

<213> Homo sapiens 



aataactatg cccgagggca ctacaccatt ggca 



94 



<210> 81 
<211> 99 
<212> DNA 



<213> Homo sapiens 
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<220> 

<223> complement of SEQ ID NO: 10 
<400> 83 

caggcacaac catggctgcg tgatgacccc gcagagctgg ctctccactc actcgccaat 60 
ttcagagtac agtggtgggg tgcggtgtgt 90 

<210> 84 

<211> 88 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> complement of SEQ ID NO: 15 
<400> 84 

gagatttagc agctttgtcg tcatgtagca caaagtttct ctttactgcc acaggctaag 60 
aatgctgaac aggaaaggca ccaaagaa 88 

<210> 85 

<211> 98 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> complement of SEQ ID NO: 20 
<400> 85 

ttaaatgcct gtctccccgc ggatcatggg ctcctcgagg acagggaccg gcctgtctgt 60 
ccactgctgt aaccccgcgc cggcataggg acctaagg 98 

<210> 86 

<211> 98 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> complement of SEQ ID NO: 25 
<400> 86 

cacaaatttg cacataaaga atgtcacgaa cagccatgta tccatatacg gcaatcaaat 60 
aaggaactta tgacctaaag caaaggtaaa ctttcttg 98 

<210> 87 

<211> 90 

<212> DNA 

<213> Homo sapiens 
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<220> 

<223> complement of SEQ ID NO: 30 
<400> 87 

tgcatgtgac caaatgtttg cagagtgttt tttagatatg ctctcagtga gccgtcatcc 60 
gtcaatccaa gaagaagatg ttgttgaact 90 

<210> 88 

<211> 97 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> complement of SEQ ID NO: 35 
<400> 88 

gcttcaatca cataaacatt cattgcagga gttacacggc taatcatgga aaattatgat 60 
ctttgttagc ttaaaagaaa attcagttta atacaaa 97 

Q 

yQ <210> 89 

Sj <211> 70 

fjj <212> DNA 

J£ <213> Homo sapiens 

V i 

U1 <220> 

yl <223> complement of SEQ ID NO: 4 0 

<400> 89 

tttgagtttt tccaaagatt tattgaagca gaaacaagtt ggttggatac ttgctggaaa 60 
^ aaaaaaagca 70 

J£ <210> 90 

<211> 93 
<212> DNA 
<213> Homo sapiens 

<220> . . 

<223> complement of SEQ ID NO: 45 
<400> 90 

tagatgggca gcagaggcaa ctcccgcatc ctttgctctg cctgtcagtg gtcagagcgg 60 
tgagcgaggt gggttggaga ctcagcaggc tec 93 

<210> 91 

<211> 97 

<212> DNA 

<213> Homo sapiens 
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<220> 

<223> complement of SEQ ID NO: 50 



<400> 91 

gatggaagtt tgattcttca gattgtgact catccgtgga aaataaatgg tttagcacct 60 
aaatctgtat attcccatca gtggcttggc tgactca 97 



<210> 92 

<211> 94 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> complement of SEQ ID NO: 55 



<400> 92 

ggcacctacc gccagctctt ccaccctgag caacttatca caggcaagga agatgctgcc 60 
aataactatg cccgagggca ctacaccatt ggca 94 



<210> 93 

<211> 97 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> complement of SEQ ID NO: 60 



<400> 93 

gaagtcatgg aaacagacgg cggcaccttt cctctaatcc agcaaagtga ttccctgcac 60 
accagagaca agcagagtaa caggatcagt gggtcta 97 



<210> 94 

<211> 99 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> complement of SEQ ID NO: 65 



<400> 94 

atcaaatact tcatcatagg ctgaacataa ttattaaaag agcaaagtta cccctccctt 60 
tcttactttc aaacaaaacc aaaagagtag ttttcatct 99 
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